ABSTRACT We present here a draft genome assembly of Micrococcus sp. KBS0714, which was isolated from agricultural soil. The genome provides insight into the strategies that Micrococcus spp. use to contend with environmental stressors such as desiccation and starvation in environmental and host-associated ecosystems.
phosphate starvation response (senX3-regX3), and membrane lipid fluidity regulation (desK-desR) (24, 25) . In summary, the KBS0714 genome has features that may provide a selective advantage under stressful conditions in soils and other environments. Accession number(s). This draft genome assembly has been deposited in DDBJ/ EMBL/GenBank under the accession number MVDF00000000. The version described here is the second version, MVDF02000000. The code used for assembly and annotation is available online at https://github.com/LennonLab/Micrococcus.
